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A need for standardization Automated loading of peptides on Evotips Opentrons end-to-end workflow
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Optimization of the workflow Scaling up the workflow Faster chromatography
Digestion efficiency Excellent reproducibility High sensitivity 500 samples per day Highest peak capacity
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The protocol was optimized for . I s The workflow was tested in terms of The sensitivity was challenged by Automated sample prep workflows require For high throughput analysis of
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