Zirconium(lV) IMAC-based enrichment for mass spectrometry driven phosphoproteomics
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Introduction Hydroxy acid concentration affects phosphopeptide binding to Zr- Optimized Zr-IMAC outperforms Ti-IMAC magnetic microparticles and Fe-IMAC LC
Phosphopeptide enrichment is IMAC/TI-IMAC/TIO2 magnetic microparticles but not their selectivity PP PP PP PP .
an essential step in large-scale, HepG2/C3A O Gradient for Fe-IMAC LC

guantitative phosphoproteomics Std Q‘ 80% MeCN. 5% TFA, 1M GA . . . . peptide digest
studies by mass spectrometry . O Glycolic acid (GA, 1M) is typically used for 200 ug

S1 O 50% MeCN, 0.1% Acetic, 0.1M GA lowering non-specific binding in IMAC and MOAC.
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